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<160> 3 



<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 693 

<212> DNA 

<213> Mus musculus 



<400> 1 

attcggcact 

tgccaaaatg 

ggtgattccc 

ggagtttgga 

tttctcagtc 

agacaacaca 

tagttacatc 

gacagaggtc 

actgctgctg 

agcctttcga 

agaaagattg 

cctgactgga 



gaggagttaa 
atatcagctg 
atcaaggaca 
agaaactggc 
atcattttga 
aactatccaa 
atatgctttg 
atatctgatt 
gcggtgtcta 
ctaaaggtca 
agaagtgaga 
ccataaagct 



tacacagctg 
tcgtgtggct 
tcaaagaaaa 
atttgctaac 
tatccaactt 
gtgtgaaatc 
ttccctacca 
gctcaactag 
atttgtgttt 
ccgagacttt 
atgatgtgta 
ggtcacagtt 



caagatatac 
catggtcctg 
gtcaaatgta 
aaacttcatc 
ccttgcaatc 
agctctgctc 
cgctgtcagg 
gatcgcactc 
tgatccaatc 
cgcctcacct 
aaatgcaggc 
ttc 



cgaatacaag 
ctgatcatgg 
ggttgcatgg 
tgtgtggcaa 
agacaactct 
cacattctct 
atcccataca 
ttcaaagcca 
ctgtactatc 
aaaaagagca 
tttgcacgtt 



aacctgggtt 
tgccgaacat 
agtttaaaaa 
tatttttaaa 
atagaaatag 
tggtgacagc 
ccctcagcca 
aagaggccac 
atctgtcaaa 
agcctctgga 
agtccttctt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

693 



<210> 2 
<211> 200 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Targeting vector 



tacttatcta ttatcttctt 60 
agctgcaaga tataccgaat 12 0 
tggctcatgg tcctgctgat 180 

200 



<400> 2 

ccactgccaa 

agcctttgtc 

acaagaacct 

catggtgtcg 



gtgacagcct 
agcatcgatc 
gggtttgcca 
aacatggtga 



gcctcatcta 
gctgtcttca 
aaatgatatc 



catcaatatg 
gttaatacac 
agctgtcgtg 



1 



<210> 3 
<211> 200 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Targeting vector 
<400> 3 

actggaccat aaagctggtc acagttttca aaaataaaag aagatgctga gatagaagaa 60 
gatgcttagg aataagagcc accaatagct agcaaacggg actggttcat gcagaaagtc 12 0 
ctttcttcaa tccaagccaa ccctgcactc tcacagatgc tgacattctt tacctaacaa 180 
agcacattga accaaggtca 20 0 



2 



i 



